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Construction and expression of human HNF1« eukaryotic expression vector
LOU Gui-yu, CHEN Min, CHEN Bin, CHEN Jian, LI Yu-ping, ZHOU Du-jin ( Department of Biochemistry and Molecular
Biology, College of Medicine, Third Military Medical University, Chongqing 400038, China)

Abstract: Objective

To construct the eukaryotic expression vector of human HNF1a gene and to observe

its expression in vitro. Methods Total RNA from HepG2 cell was used to acquire human HNFla ¢DNA by
RT-PCR. Then HNFla ¢DNA was cloned into T-A vector. The recombined vector confirmed by sequencing was
digested by Hind I /EcoR | to obtain HNFla ¢DNA fragment, then the fragment was subcloned into multiple
sites of pcDNA3. 1( +') vector. The identified recombinant plasmid was transfected into HepG2 cell with lipo-
some. The expressions of HNFla in the cell were determined with RT-PCR and Western blot. Results  The

recombinant pcDNA3. 1 ( + )-HNFla plasmid was constructed successfully and the overexpression of HNFIa

gene could be detected in the transfected HepG2 cell.

Conclusion The recombinant expression

pcDNA3. 1( + )-HNFla vector is successfully constructed and can be expressed in vitro.
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